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3 <110> APPLICANT: Solomon, Aaron 

4 Morimoto, Richard 

5 Beitel, Greg 

7 <12 0> TITLE OF INVENTION: OSR-l Nucleic Acids and Proteins 
9 <130> FILE REFERENCE: NWESTERN- 08451 

11 <140> CURRENT APPLICATION NUMBER: 10/736,868 

12 <141> CURRENT FILING DATE: 2003-12-16 
14 <160> NUMBER OF SEQ ID NOS.: 6 

16 <170> SOFTWARE: Patentln version 3.2 

18 <210> SEQ ID NO: 1 

19 <211> LENGTH: 1932 

20 <212> TYPE: DNA 

21 <213> ORGANISM: Caenorhabdit is elegans 
2 3 <4 00> SEQUENCE: 1 

24 atgattttat ttttattttt attcctgttg ttaggatttt gtatcgcacc attatcggcc 60 

26 caatctccat cgacttccga tgctccggga gctttgttgt catctctcgt aggtaaaagc 120 

2 8 catcaaaaac taccactggc tccatcaatg gaagctcttg aactgatggg tgttcaattt 180 

3 0 gttgatgctc tcatcaaaaa aggtcaaatg gaaatggcaa aaggagcatt taagactcaa 240 
32 ttagaagttc tagagaaagt acatcctgat caattcgata agtacaaaaa gctaaaagtt 3 00 
34 gatgatttgg cagctgatgc agttatgcaa caggcggaga tggcaaaatt acagcctaaa 360 
36 tcaggaaatg catttatcga tatgttgaat ggaaatggaa tcccaattgg tagcagtatt 420 

'38 cgtggattag aagatgctat ccgaacgcag agagatatgg aaaatacgga tccgtccgaa 480 

40 cagattgcca aagccgtaat ggacaaattt caaacacaaa ttctcccagg actcgttgca 540 

42 aatatgatcg ctggcaagaa cccctttaaa atgcctcaac aaatgagaaa agctcaagct 600 

44 gctccatcgt cagtgttcca acaagctctt gctcaaagag caatgttagg taaaaatgcc 660 

46 ccagttgccg gtggaagagg tgaagaacaa cggatgatga tgaatcgagt ggaccaaaga 72 0 

48 atgcaacaaa gagaacttca agaggaagat gaagatgatg atgatcttga ggacgaggat 780 

50 gtacccagaa gaagaagttc ggatggagaa ccacaaagtg aagcagagca tcagagaaga 840 

52 gatttagcca ggagattgaa aagtagtcct agattaaaag agcttttaca gaatgcggaa 900 

54 gttcaatcat tgctctctta ccaacgaatg agggattctc cactgagcaa gcgaaggcct 960 

56 ttggctatga acgatgagga tgaaagtgca ttccgcgcaa tggaggctcg tgcaaaacta 1020 

58 gatcaaaaat ctcaacttgt gctcggtctc catggttttg gagagtctga tgatgatgaa 1080 

60 gacgaagaag atgaaaattt gattgatcca tctgaaaatt cattccgtcg tgcaccactt 1140 

62 cgtctttctt ccggattcgt tgagaaatta aagtcaaatg atgaattgaa aagtgcattg 1200 

64 gacagaatta aatatcgagt tgatgacgtg gaaaagtatc ttgctccaaa gccgatggaa 1260 

66 ttcaatccaa aacctcagcc tggctacttt gctccacgta aaatcccaac aagaccacgt 1320 

68 aaaatgcttc cattattaat tggatctgat ccaaaagttc aagaggaaat acgaagacat 1380 

70 ccaagtaccg aatggaaaat tgcaaaagaa tcaagagttt tgacaaattt gaagaataat 1440 

72 ccaagtcttg ctgcattgtt catggatgat aaattagaga atacattgaa aggaaggcaa 1500 

74 atgttaactg atgaacagaa aggtagaaca cgtgtcaaaa caattcgtgc attaccaaga 1560 

76 ctgttcggtg caccaactgc aaaagctgaa atgattgatg caaaggtatt ccaagatatt 162 0 

78 gaagaacgtc ccattcctcc attgttcttt gaaccaaaag gaaggcatac gagattgaga 1680 

80 tggactggag caaatgaaaa agaaattcca ggacttggaa gtcgcttcat tctcccatct 1740 
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82 cttgatccaa ctatgccagc cttgaacacg gctttctcga ctcaggggcg agcccgtgac 


1800 


84 gagtgggata ccatgttcaa aatcccgaat 


aactggaatc ctggagatga agttgggttc 


1860 


86 aaaatgaact caaaaaccaa acgattcgtt 


ggaggaaatg gagcatttga tatgcctgca 


1920 


88 ctgggattgt ag 


























1932 


91 <210> SEQ ID 


NO: 


2 


























92 <211> LENGTH 


: 643 


























93 <212> TYPE: PRT 




























94 <213> ORGANISM: Caenorhabdit is elegans 
















96 <400> SEQUENCE: 2 


























98 Met lie Leu Phe Leu Phe Leu Phe Leu Leu Leu Gly Phe Cys lie Ala 




99 1 






5 








10 








15 






102 Pro 


Leu 


Ser 


Ala 


Gin 


Ser 


Pro 


Ser 


Thr 


Ser 


Asp 


Ala 


Pro 


Gly 


Ala 


Leu 




103 






20 










25 










30 








106 Leu 


Ser 


Ser 


Leu 


Val 


Gly 


Lys 


Ser 


His 


Gin 


Lys 


Leu 


Pro 


Leu 


Ala 


Pro 




107 




35 










40 










45 










110 Ser 


Met 


Glu 


Ala 


Leu 


Glu 


Leu 


Met 


Gly 


Val 


Gin 


Phe 


Val 


Asp 


Ala 


Leu 




111 


50 










55 










60 












114 He 


Lys 


Lys 


Gly 


Gin 


Met 


Glu 


Met 


Ala 


Lys 


Gly 


Ala 


Phe 


Lys 


Thr 


Gin 




115 65 










70 










75 










80 




118 Leu 


Glu 


Val 


Leu 


Glu 


Lys 


Val 


His 


Pro 


Asp 


Gin 


Phe 


Asp 


Lys 


Tyr 


Lys 




119 








85 










90 










95 






122 Lys 


Leu 


Lys 


Val 


Asp 


Asp 


Leu 


Ala 


Ala 


Asp 


Ala 


Val 


Met 


Gin 


Gin 


Ala 




123 






100 










105 










110 








126 Glu 


Met 


Ala 


Lys 


Leu 


Gin 


Pro 


Lys 


Ser 


Gly 


Asn 


Ala 


Phe 


He 


Asp 


Met 




127 




115 










120 










125 










13 0 Leu 


Asn 


Gly 


Asn 


Gly 


He 


Pro 


He 


Gly 


Ser 


Ser 


He 


Arg 


Gly 


Leu 


Glu 




131 


130 










135 










140 












134 Asp 


Ala 


He 


Arg 


Thr 


Gin 


Arg 


Asp 


Met 


Glu 


Asn 


Thr 


Asp 


Pro 


Ser 


Glu 




135 145 










150 










155 










160 




13 8 Gin 


He 


Ala 


Lys 


Ala 


Val 


Met 


Asp 


Lys 


Phe 


Gin 


Thr 


Gin 


He 


Leu 


Pro 




139 








165 










170 










175 






142 Gly 


Leu 


Val 


Ala 


Asn 


Met 


He 


Ala 


Gly 


Lys 


Asn 


Pro 


Phe 


Lys 


Met 


Pro 




143 






180 










185 










190 








146 Gin 


Gin 


Met 


Arg 


Lys 


Ala 


Gin 


Ala 


Ala 


Pro 


Ser 


Ser 


Val 


Phe 


Gin 


Gin 




147 




195 










200 










205 










150 Ala 


Leu 


Ala 


Gin 


Arg 


Ala 


Met 


Leu 


Gly 


Lys 


Asn 


Ala 


Pro 


Val 


Ala 


Gly 




151 


210 










215 










220 












154 Gly 


Arg 


Gly 


Glu 


Glu 


Gin 


Arg 


Met 


Met 


Met 


Asn 


Arg 


Val 


Asp 


Gin 


Arg 




155 225 










230 










235 










240 




158 Met 


Gin 


Gin 


Arg 


Glu 


Leu 


Gin 


Glu 


Glu 


Asp 


Glu 


Asp 


Asp 


Asp 


Asp 


Leu 




159 








245 










250 










255 






162 Glu 


Asp 


Glu 


Asp 


Val 


Pro 


Arg 


Arg 


Arg 


Ser 


Ser 


Asp 


Gly 


Glu 


Pro 


Gin 




163 






260 










265 










270 








166 Ser 


Glu 


Ala 


Glu 


His 


Gin 


Arg 


Arg 


Asp 


Leu 


Ala 


Arg 


Arg 


Leu 


Lys 


Ser 




167 




275 










280 










285 










170 Ser 


Pro 


Arg 


Leu 


Lys 


Glu 


Leu 


Leu 


Gin 


Asn 


Ala 


Glu 


Val 


Gin 


Ser 


Leu 




171 


290 










295 










300 












174 Leu 


Ser 


Tyr 


Gin 


Arg 


Met 


Arg 


Asp 


Ser 


Pro 


Leu 


Ser 


Lys 


Arg 


Arg 


Pro 




175 305 










310 










315 










320 
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178 Leu Ala Met Asn Asp Glu Asp Glu Ser Ala Phe Arg Ala Met Glu Ala 



179 










325 










330 










335 




182 


Arg Ala Lys 


Leu Asp 


Gin 


Lys 


Ser 


Gin 


Leu 


Val 


Leu 


Gly 


Leu 


His Gly 


183 








340 










345 










350 






186 


Phe Gly Glu 


Ser Asp 


Asp 


Asp 


Glu 


Asp 


Glu 


Glu 


Asp 


Glu 


Asn 


Leu 


He 


187 






355 










360 










365 








190 


Asp 


Pro 


Ser 


Glu 


Asn 


Ser 


Phe 


Arg 


Arg 


Ala 


Pro 


Leu 


Arg 


Leu 


Ser 


Ser 


191 




370 










375 










380 










194 


Gly Phe Val 


Glu 


Lys 


Leu 


Lys 


Ser 


Asn 


Asp 


Glu 


Leu 


Lys 


Ser 


Ala 


Leu 


195 


385 










390 










395 










400 


198 


Asp Arg 


He 


Lys 


Tyr 


Arg 


Val 


Asp 


Asp 


Val 


Glu 


Lys 


Tyr 


Leu 


Ala 


Pro 


199 










405 










410 










415 




202 


Lys 


Pro 


Met 


Glu 


Phe 


Asn 


Pro 


Lys 


Pro 


Gin 


Pro 


Gly 


Tyr 


Phe 


Ala 


Pro 


203 








420 










425 










430 






206 


Arg 


Lys 


He 


Pro 


Thr 


Arg 


Pro 


Arg 


Lys 


Met 


Leu 


Pro 


Leu 


Leu 


He 


Gly 


207 






435 










440 










445 








210 


Ser Asp 


Pro 


Lys 


Val 


Gin 


Glu 


Glu 


He 


Arg 


Arg 


His 


Pro 


Ser 


Thr 


Glu 


211 




450 










455 










460 










214 


Trp 


Lys 


He 


Ala 


Lys 


Glu 


Ser 


Arg 


Val 


Leu 


Thr 


Asn 


Leu 


Lys 


Asn 


Asn 


215 


465 










470 










475 










480 


218 


Pro 


Ser 


Leu 


Ala 


Ala 


Leu 


Phe 


Met 


As P 


Asp 


Lys 


Leu 


Glu 


Asn 


Thr 


Leu 


219 










485 










490 










495 




222 


Lys 


Gly Arg Gin Met 


Leu 


Thr 


Asp 


Glu 


Gin 


Lys 


Gly 


Arg 


Thr 


Arg Val 


223 








500 










505 










510 






226 


Lys 


Thr 


He Arg Ala 


Leu 


Pro 


Arg 


Leu 


Phe 


Gly 


Ala 


Pro 


Thr 


Ala 


Lys 


227 






515 










520 










525 








230 


Ala 


Glu 


Met 


He 


Asp 


Ala 


Lys 


Val 


Phe 


Gin 


Asp 


He 


Glu 


Glu 


Arg 


Pro 


231 




530 










535 










540 










234 


He 


Pro 


Pro 


Leu 


Phe 


Phe 


Glu 


Pro 


Lys 


Gly 


Arg 


His 


Thr 


Arg 


Leu Arg 


235 


545 










550 










555 










560 


238 


Trp Thr Gly Ala Asn 


Glu 


Lys 


Glu 


He 


Pro 


Gly 


Leu 


Gly 


Ser 


Arg 


Phe 


239 










565 










570 










575 




242 


He 


Leu 


Pro 


Ser 


Leu 


Asp 


Pro 


Thr 


Met 


Pro 


Ala 


Leu 


Asn 


Thr 


Ala 


Phe 


243 








580 










585 










590 






246 


Ser 


Thr Gin Gly Arg 


Ala 


Arg 


Asp 


Glu 


Trp 


Asp 


Thr 


Met 


Phe 


Lys 


He 


247 






595 










600 










605 








250 


Pro 


Asn 


Asn 


Trp Asn 


Pro 


Gly 


Asp 


Glu 


Val 


Gly 


Phe 


Lys 


Met 


Asn 


Ser 


251 




610 










615 










620 










254 


Lys Thr Lys Arg 


Phe 


Val 


Gly 


Gly 


Asn 


Gly 


Ala 


Phe 


Asp 


Met 


Pro 


Ala 


255 


625 










630 










635 










640 



258 Leu Gly Leu 

262 <210> SEQ ID NO: 3 

263 <211> LENGTH: 2993 

264 <212> TYPE: DNA 

265 <213> ORGANISM: Caenorhabditis elegans 

267 <400> SEQUENCE: 3 

268 ctcaaagcca atcaactcta ctcacttttc ttcagaacct taactttttg tgtcactttc 
270 cccaaaaacc gttcaagctg ctgccttcac tctcatcccc tcctcttact ccttctttct 
272 cgtccgctac tactgtatct tctggacatc tacctgtata cacaccagtg gccagtcatc 



60 
120 
180 
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274 tgccattaca atttcatcaa ttgacacttc ttcaacaaca accgccgtcc tcattcactc 
276 ccgattcttc ctcatcctca acatcgtcgt ctttggctga aattcccgaa gacgttatga 
27 8 tggagatgct ggtagatcag ggaactgatg catcgtcatc cgcctccacg tccacctcat 
280 ctgtttcgag attcggagcg gacacgttca tgaatacacc ggatgatgtg atgatgaatg 
282 atgatatgga accgattcct cgtgatcggt gcaatacgtg gccaatgcgt aggccgcaac 
284 tcgaaccacc actcaactcg agtcccatta ttcatgaaca aattcctgaa gaagatgctg 
286 acctatacgg gagcaatgag caatgtggac agctcggcgg agcatcttca aacgggtcga 
288 cagcaatgct tcatactcca gatggaagca attctcatca gacatcgttt ccttcggaaa 
2 90 tgtccgaatc gccagacgat accgtatcgg gaaaaaagac aacgaccaga cggaacgctt 
292 999gaaatat gtcatatgct gaacttatca ctacagccat tatggctagt ccagagaaac 
2 94 ggttaactct tgcacaagtt tacgaatgga tggtccagaa tgttccatac ttcagggata 
296 agggagattc gaacagttca gctggatgga agaactcgat ccgtcacaat ctgtctcttc 

2 98 attctcgttt catgcgaatt cagaatgaag gagccggaaa gagctcgtgg tgggttatta 
300 atccagatgc aaagccagga aggaatccac ggcgtacacg tgaacgatcc aatactattg 
302 agacgactac aaaggctcaa ctcgaaaaat ctcgccgcgg agccaagaag aggataaagg 

3 04 agagagcatt gatgggctcc cttcactcga cacttaatgg aaattcgatt gccggatcga 
3 06 ttcaaacgat ttctcacgat ttgtatgatg atgattcaat gcaaggagca tttgataacg 
308 ttccatcatc tttccgtccc cgaactcaat cgaacctctc gattcctgga tcgtcgtctc 
310 gtgtttctcc agctattgga agtgatatct atgatgatct agaattccca tcatgggttg 
312 gcgaatcggt tccagcaatt ccaagtgata ttgttgatag aactgatcaa atgcgtatcg 
314 atgcaactac tcatattggt ggagttcaga ttaagcagga gtcgaagccg attaagacgg 
316 aaccaattgc tccaccacca tcataccacg agttgaacag tgtccgtgga tcgtgtgctc 
318 agaatccact tcttcgaaat ccaattgtgc caagcactaa cttcaagcca atgccactac 

32 0 cgggtgccta tggaaactat caaaatggtg gaataactcc aatcaattgg ctatcaacat 
322 ccaactcatc tccactgcct ggaattcaat cgtgtggaat tgtagctgca cagcatactg 
324 tcgcttcttc atcggctctt ccaattgatt tggaaaatct gacacttccc gatcagccac 
326 tgatggatac tatggatgtt gatgcattga tcagacatga gctgagtcaa gctggagggc 
328 agcatattca ttttgatttg taaattctct tcattttgtt tcccctggtg ttgttcgaaa 

33 0 gagagatagc aaagcagcga ggagtgagaa atcttccgtc ttcatctttt caaatcccta 
332 cctacacaca ctcaacgatc atcacagcca gaccatcaat attcttccaa attttgacgt 
334 cgttaatttt ttttcagttt tttcaaaaac tctattttct attttctgtc gtttgttccc 
336 ctttctctcg tctaattcca acacattcat cccagtgacg tcgtgtaata ataatataaa 
338 atacctcttc tctctttctt cccctaatgc gaaatatcga aaaaccgttg attattacct 
340 cttttttctt gttttttttt tctctctctc tctcccgtca tccaggttct tcactcttta 
342 aatgctacct ctatcccatc tttttcgctg taaatttgtt tcgcaatcaa aactgctaaa 
344 acacattccc caatctgtct tttttaattg aatttttcaa aaaatttgat ttcttgattt 
346 ctcttgtaat tctttaattt tcctcttttt tttccccctg gtagcaaatg tctagcgatt 
348 ctctttcttt ttttgtttaa ctttcacatc tggccgattc gaatcctccg tatacacaca 
350 cacatagtaa tctacctcca aaattttact gaaagatgtg atcccctctc tgtctccctc 
352 tacaaaacat tatttgtctg tttgtgtata ttgccaccac gtcgatttta aattaaaacc 
354 atcgtttttt cttcttttct acttttttct cgaaaaattt aacaacacac aaaaaaatcc 
356 ttcaaaaaat ctcagtttta aatggtgtgg caatatatcg gatccccctc tacaccagaa 
358 cagtcttgca atttcagaga atgattttca gatttttcat atcacaggcc cccttttttt 
360 gcttgttttt ttctctacct ctctttcttt tcattctatt tctctctctt gttttctctc 
362 tgttatcctg tacattttcc ttccaattct ttctggctat ttctgatttt cgagttcata 
364 ttctctacgt ctcactttct ctcgcgccac gccccctttt tcgtctccct ccgcccccaa 
366 atatatttgc gactgtatga tgatgatgat gatttaataa aaatcaaatt tga 

369 <210> SEQ ID NO: 4 

370 <211> LENGTH: 530 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
2993 
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371 


<212> TYPE: 


PRT 
























372 


<213> ORGANISM : 


Caenorhabditis elegans 
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<400> SEQUENCE: 
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195 








200 










205 








428 


Glu 


Ala 


Ala 


Gly 
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